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What is being measured: This is an untargeted metabolomic analysis that is geared towards identifying and quantifying .
the end products and intermediates in C and N metabolism in biological samples as a function of experimental treatments. monine

Phenylalanine

Amino Acids

Proline

How it is done: The analysis is performed using gas chromatography coupled to quadrupole time-of-flight mass Pyrogutaic ac
spectrometer (GC-QIoF), and compound identification are based on accurate mass, fragmentation pattern, and retention Theorin
index. The mass spectral library resources allow us to identify >1,000 metabolites through this analysis. As needed, absolute Tyramine

Tyrosine

quantification of >100 of these metabolites is performed using authentic standards. For compounds without an authentic valine
standard, the relative abundance is reported based on isotope-labeled internal standards. Chrame ci
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Figure 2. Heatmap and hierarchal clustering of
metabolites based on relative abundance. a i iy Oxalate
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Figure 4. Path-analysis of primary metabolites during leaf senescence as influenced by climate (MUAL-data) Trehalose
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Agilent 7250 GC/QTOF Primary applications
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Glycerol
Hexitol
Inositol

e Quadrupole Time-of-flight mass spectrometer ace

* Delivers full-spectrum, high-resolution, accurate-mass data Mannitol

» Low-enerqgy El for softer ionization and molecular ion enhancement

» Elucidates chemical structures with MS/MS capabilities _

* TOF mass accuracy- < 2ppm RMS Metabolomics

+ TOF Resolution > 25,000 at m/z 271.896 )

« Data acquisition rates of up to 50 spectra per second <~ 3

» Electron lonization, settable 5-200 eV
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